GeneSeek Yak Parentage and
Cattle Introgression Test

Identification
Animal Name: AWY Blossom

Sample ID:
16 SNP Identification Code RSRSAKTAGRMKKKSR

The Sire was not reported in the submission
Dam is Not Reported

Cattle Introgression

CattleAlleles =50

AncestralYakAlleles =70
RecentYakAlleles =70

CattleFraction =0.2631578947368421

USYAKS

Coefficient of Inbreeding
No. Heterozygous SNPs = 68
EstimationOfCOI =-0.8140

Other Features
Mitochondrial DNA G - Cattle

SAMPLE QUALITY
TotalAssays= 98
TotalCalls= 98

CallRate =1.000
CallRateThreshold =0.95
CallRateStatus=Pass
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